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Cloning and analysis of small heat-shock gene Hsp23. 7 from Bombyx mori. LUO SuJuan' > YANG
Hui-Peng' > LI Yi-Nv’ ZHANG Zhi¥ang® ZHANG Yao—~Zhou' ™" (1. Institute of Biochemistry ~Zhejiang Sci—
Tech University =~ Hangzhou 310018  China; 2. Biotechnology Research Institute Chinese Academy of
Agricultural Sciences Beijing 100081 China)

Abstract Hsp23. 7 is one of the small heat-shock family of proteins. The Hsp23. 7 gene of Bombyx mori L.
(Bm-Hsp23. 7) was cloned and expressed in E. coli. The candidate ORF of Bm-Hsp23. 7 contains 210 amino
acids. Its molecular weight (mw) is 23. 7 ku and isoelectric point (pl) is 5.17. Real+ime PCR data was used
to reveal the profile of the spatiotemporal expression pattern of Bm-Hsp23. 7. Absolute quantization
demonstrated that Bm—-Hsp23. 7 was expressed at different levels in all tissues of 5th instar larva of B. mori. The
highest level of expression was in the ovary (3. 64 x 107 copy numbers/pug) followed by the fat bodies then
the wing discs and malpighian tubules. The lowest level of expression was in hemocytes (7.11 x 103 copy
numbers/pg) .
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