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The genetic divergence of nine populations of Oedaleus asiaticus in Mongolia based on RAPD. LI Dong-
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Abstract The genetic divergence of 9 natural populations of Oedaleus asiaticus (B. -bienko) was studied using
the RAPD method. Genomic DNA of 90 individuals was amplified with eight random primers. A total of 78
clear and reproducible bands were generated 62 of which were polymorphic and Nei%s index and a genetic
distance matrix calculated. The gene differentiation coefficient between populations estimated by Nei’s index
was 0. 2343 indicating that 23. 43% of the variation occurred between populations. The gene differentiation
coefficient within populations was 0. 7657 indicating that 76. 57% of all variation was within populations. The
gene differentiation coefficient within populations was evidently higher than that between populations. A
dendrogram based on Neis genetic distance of RAPD markers was constructed using the NJ method. The results
indicate that genetic divergence in populations of 0. asiaticus corresponds to both geographic and genetic
distance.
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0.7736 0.0697;
0.9234,
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4 Nei's
Primers BS HS XS CFS AM XAM TLS BTS WS Hg H; Ggr Nm*
S61 0.3439 0.3040 0.2164 0.2478 0.4152 0.2789 0.3246 0.2707 0.2847 0.2985 0.3599 0.1706 5.649
S75 0.0000 0.2635 0.2163 0.2317 0.3871 0.3871 0.1765 0.1480 0.1479 0.2176 0.2693 0.1919 3.822
S125  0.2516 0.2725 0.1186 0.1817 0.2660 0.3001 0.16228 0.1888 0.2357 0.2197 0.2721 0.1926 4.415
S134  0.4746 0.4392 0.3780 0.3732 0.4765 0.4291 0.2290 0.3061 0.3142 0.3799 0.4769 0.2034 3.270
S$283  0.3939 0.2501 0.3381 0.3352 0.4342 0.3127 0.3712 0.3303 0.4199 0.3539 0.4212 0.1598 6.474
S361 0.4510 0.3399 0.2071 0.1239 0.4244 0.3871 0.1117 0.4025 0.2319 0.2977 0.4528 0.3425 5.283
S823  0.2982 0.2947 0.2244 0.4036 0.2792 0.3350 0.2846 0.3799 0.3309 0.3145 0.4942 0.3636 3.673
51402 0.3563 0.2162 0.1239 0.3036 0.3157 0.3708 0.3399 0.3190 0.1236 0.2743 0.3618 0.2418 2.655
Mean  0.3322 0.3020 0.2378 0.2794 0.3823 0.3473 0.2567 0.2919 0.2726 0.2945 0.3885 0.2343 4.405
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