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An effective method for extracting genomic DNA from individual specimens is important for the study

of molecular phylogenitics in the fruit fly. This paper presented a method for extracting genomic DNA from

individual fruit fly. The results showed that the genomic DNA could be successfully extracted from adult larval

and pupal of fruit flies. Meanwhile this method is also suitable for dried specimens or specimens preserved in

alcohol. Compared with traditional methods like CTAB and SDS it is pretty simple time saving and effective.
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