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Abstract The occurrence and distribution of Bemisia tabaci( Gennadius) biotypes in 13 cities in Jiangsu Province was
surveyed systematically from 2005 to 2009 and biotypes identified on the basis of RAPD marks and mtDNA COI gene
sequence. The results showed that the B. tabaci B and Q biotypes co-exist in Jiangsu Province but that the distribution
of the B biotype has decreased while that of the Q biotype has increased. The frequency of the B biotype ranged from
52.58% 1o 22.22% in Northern Jiangsu and from 56.52% to 9.37% in Southern Jiangsu. The distribution of the Q
biotype ranged from 47.42% to 77.78% in Northern Jiangsu and from 43.48% to 90. 63% in Southern Jiangsu. The
Q biotype has spread from Southern and Central Jiangsu to Northern Jiangsu and has gradually replaced the B biotype as
a major crop pest in Jiangsu Province.
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Table 1 The distribution of B. tabaci biotype B in Jiangsu Province
2005 2006 2007 2008 2009
Total Number Total Number Total Number Total Number Total Number
Sampling locations number of number of number of num?)er of number of
sam(}))fling sanTpling sampling san?pling sampfling sam.pling sam(;iling sam.pling sampling sanTpling
sites sites sites sites sites sites sites sites sites sites
Xuzhou 4 4 9 8 8 4 6 4 19 15
Lianyungang 9 9 13 2 10 1 6 2 3
Sugian 6 3 8 1 9 1 6 0 0
Huaian 4 2 4 1 4 0 5 1 4
Yangzhou 15 14 7 6 11 3 7 0 10 0
(SB) Yancheng 35 9 32 11 11 3 9 0 8 0
Taizhou 6 4 5 0 5 0 7 0
Nantong 18 24 7 14 3 21 0 12 0
> 97 51 101 38 75 15 65 7 78 22
Nanjing 9 4 4 1 16 2 0 3 0
Zhenjiang 16 12 15 4 14 4 0 0
Changzhou 5 5 13 9 10 3 0 0
(SN) Wuxi 8 3 10 1 8 3 8 0 10 0
Suzhou 8 4 17 7 9 4 20 1 11 3
> 46 26 59 22 57 16 49 1 32 3
Total 143 77 160 60 129 31 114 8 110 25
2 Q
Table 2 The distribution of B. tabaci biotype Q in Jiangsu Province
2005 2006 2007 2008 2009
Total Number Total Number Total Number Total Number Total Number
Sampling locations number of umber of number o number of number of
sam(;)fling samvpling sampling sam.pling sampling sam.pling sampling sam'pling sampling samvpling
sites sites sites sites sites sites sites sites sites sites
Xuzhou 4 0 9 1 8 4 6 2 19 4
Lianyungang 9 0 13 11 10 9 6 4 9 6
Sugian 6 3 8 7 8 6 6 7 7
Huaian 4 2 4 3 4 5 4 [§ 2
Yangzhou 15 1 7 1 11 8 7 7 10 10
(SB) Yancheng 35 26 32 21 11 8 9 9 8 8
Taizhou 6 4 4 2 5 5 5 5 7 7
Nantong 18 10 24 17 14 11 21 21 12 12
> 97 46 101 63 75 60 65 58 78 56
Nanjing 5 4 3 16 14 6 3 3
Zhenjiang 16 4 15 11 14 10 9
Changzhou 0 13 10
(sN) Wuxi 8 5 10 8 8 8 10 10
Suzhou 8 4 17 10 9 5 20 19 11 8
> 46 20 59 37 57 41 49 48 32 29
Total 143 66 160 100 129 98 114 106 110 85
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Table 3 The occurrence frequency of B. tabaci biotype B and Q in Jiangsu Province

B

(%) Q

Occurrence frequency of B biotype (% )

(%)

Occurrence frequency of Q biotype(% )

Sampling locations

2005 2006 2007 2008 2009 2005 2006 2007 2008 2009
Xuzhou 100.00 88.89 50. 00 66. 67 78.95 0. 00 11.11 50. 00 33.33 21.05
Lianyungang 100.00  15.38 10. 00 33.33 25.00 0. 00 84. 62 90. 00 66. 67 75.00
Suqian 50. 00 12.50 11.11 0.00 0.00 50. 00 87.50 88.89 100.00 100.00
Huaian 50. 00 25.00 0. 00 20. 00 66. 67 50. 00 75.00 100.00 80.00 33.33
Yangzhou 93.33 85.71 27.27 0.00 0. 00 6.67 14. 29 72.73 100. 00 100. 00
(SB) Yancheng 25.71 34.38 27.27 0.00 0.00 74.29 65.63 72.73 100.00 100.00
Taizhou 33.33 50. 00 0. 00 0. 00 0. 00 66. 67 50.00 100.00 100.00 100.00
Nantong 44. 44 29. 17 21.43 0.00 0. 00 55.56 70. 83 78.57 100. 00 100. 00
> 52.58 37.62 20. 00 10.77 22.22 47.42 62.38 80. 00 89.23 77.78
Nanjing 44. 44 25.00 12.50 0.00 0. 00 55.56 75.00 87.50 100.00 100.00
Zhenjiang 75. 00 26. 67 28.57 0. 00 0.00 25.00 73.33 71.43  100.00 100.00
Changzhou 60. 00 69.23 30. 00 0. 00 0.00 40. 00 30. 77 70.00 100.00 100.00
Wuxi 37.50 10. 00 37.50 0. 00 0.00 62.50 90. 00 62.50 100.00 100.00
N Suzhou 50. 00 41.18 44. 44 5.00 27.27 50. 00 58.82 55.56 95.00 72.73
> 56.52 37.29 28.07 2.04 9.37 43.48 62.71 71.93 97.96 90. 63
Total 53.85 37.50 24.03 7.02 22.73 46. 15 62.50 75.97 92.98 77.27
B 2005a.
mtDNA COI
(Reitz and Trumble 2002) 38(1) 2 7685,
2005b. Q
’ 42(1): 54—56.
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