Chinese Journal of Applied Entomology

2011 48(1):22—26

(
mtDNA COI
100% 6 USA-Q
Israel-B N B N
R R N N 6

*k

430070)
Bemisa tabaci (Gennadius)
720 bp COI
Q 100% -
B 100% -

B
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Mitochondrial cytochrome oxidase I (mtDNA COI) gene sequences were utilized to identify biotypes of

Bemisa tabaci (Gennadius) in Hubei Province. Of the 720 bp COI sequences examined those from populations in

Dangyang Xiantao Tianmen Jianli Yichang and Wuhan had as much as 100% similarity. COI sequences of B. tabaci

from these six sites were also 100% similar to those of the Q biotype from the USA and Hubei Province. COI sequences

of specimens of a B. tabaci population from Zaoyang were 100% similar to specimens of the B biotype from Israel

Zhejiang and Hubei Province. I conclude that B. tabaci from Dangyang Xiantao Tianmen Jianli Yichang and Wuhan

are of the Q biotype where those from Zaoyang are the B biotype.
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Tablel Sources of B. tabaci
Collection location Population code Host plant Stage Collection date
WH 2008.9
YC 2008. 10
DY 2008.9
7Y 2008.9
™ 2009.9
XT 2008.9
JL 2009.9
1.2.2 PCR o BLAST GenBank
C1J2195 (5'ITGATTTTTTGGTCA o
TCCAGAAGT3") [2N3014 (5'- 2) MEGA3. 1
TCCAATGCACTAATCTGCCATATTA-3") ( Simon Bemisia afer Kimura2 paramter
et al. 1994) ., mtDNA COI 3’
840 bp . PCR (UPGMA) Boot—
10 x PCR Buffer(Mg’* Plus)3.0 wL.dNTP strap 1 000 o
Mixture (10mmol /L) 1.0 pL. Taq (5U/pL) 0.5 2
[THON C1J2195(20 pmol/L) 1.0 pL. L2-
N-3014(20 pmol/L)1.0 uL. DNA 2.0 pL. 2.1 mtDNA COI PCR
ddH,0  30.0 pL. PCR 94 C 3 mtDNA COI
min 36 194 C I min;50 °C PCR 840 bp
| min;72 °C 72 C 5 mino. 1.
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1 mtDNA COI PCR
Fig.1 PCR band of mtDNA COI of B. tabaci
M: DL2000 DNA Marker; 1 -0 mtDNA COI PCR
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Lane 1 to Lane 10 are the PCR band of mtDNA COI of B. tabaci randomly in turn were Lane 1: WH-05 Lane 2:YC-01 Lane
3:DY-O3 Lane 4:ZY-08 Lane 5:TM-02 Lane 6 :XT-07 Lane 7:JL-04 Lane 8:YC06 Lane 9:ZY-J0 Lane 10:WH-09.

2 mtDNA COI
Table 2 The sequences of mtDNA COI of B. tabaci typical populations

Geographical location Access No. Biotype Acronym
Spain DQ365874 Q Spain-Q_DQ365874
USA EF080823 Q USA-Q_EF080823
China HuBei EU376987 Q China-HuB-Q_EU376987
China ZheJiang GQ139500 Q China2J-Q_GQ139500
Israel EU760719 B Israel B_EU760719
USA EU099430 B USA-B_EU099430
China ZheJiang AJ867555 B China2J-B_AJ867555
China HuBei EU376994 B China-HuB-B_EU376994
China JiangSu AY686088 NB China-JS-NB_AY686088
China HuBei AY686089 NB China-HuB-NB_AY686089
China XinJiang AJ784260 - China-XJ-B. afer_AJ784260
N N N N Q B
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3 mtDNA COI
Table 3  Evolutionary divergence of different B. fabaci population based on mtDNA CO I nucleotide

1 2 3 4 5 6 7 8 9 100 11 12 13 14 15 16 17 18

1 DY

2 XT 0. 000

3 T™ 0. 0000. 000

4 JL 0. 0000. 0000. 000

5 YC 0. 0000. 0000. 0000. 000

6 WH 0. 0000. 0000. 0000. 0000. 000

7 Spain-Q_DQ365874 0.0010.0010.0010. 0010.0010. 001

8 USA-Q_EF080823 0. 0000. 0000. 0000. 0000. 0000. 0000. 001

9  China-HuB-Q_EU376987 0. 0000. 0000. 0000. 0000. 0000. 0000. 0010. 000

10 China-ZJ-Q_GQ139500 0.0010.0010.0010. 0010.0010.0010.0030. 0010. 001

11 7Y 0. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 055

12 Israel B_EU760719 0. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0550. 000

13 USA-B_EU099430 0.0940. 0940. 0940. 0940. 0940. 0940. 0960. 0940. 0940. 0960. 0410. 041

14 China-Z]-B_AJ867555 0. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0550. 0000. 0000. 041

15 China-HuB-B_EU376994 0. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0540. 0550. 0000. 0000. 0410. 000

16 China-JS-NB_AY686088 0. 1480. 1480. 1480. 1480. 1480. 1480. 1480. 1480. 1480. 1500. 1290. 1290. 1680. 1290. 129

17 China-HuB-NB_AY686089  0.1740. 1740. 1740. 1740. 1740. 1740. 1740. 1740. 1740. 1740. 1760. 1670. 1670. 2130. 1670. 142
18 China—X]J-B. afer_AJ784260  0.2470.2470. 2470. 2470. 2470. 2470. 2470. 2470. 2470. 2490. 2530. 2530. 3000. 2530. 2530. 2690. 264
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