Chinese Journal of Applied Entomology 2011 48(5) : 1401—1406

*
*k
( 230036)
Nilaparvata lugens ( Stal)
\CTAB DNA; ITS1 ITS4
rDNA ITS PCR N °
DNA CTAB
DNA,; ( Metarhizium flavoviride) o
DNA

Molecular biological identification of entomogenous fungi
isolated from the brown planthopper
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Abstract Three different methods were used to extract genomic DNA from a strain of Metarhizium spp. isolated from the
surface of infected Nilaparvata lugens ( Stal) collected from rice fields; benzyl chloride CTAB and cracking solution. The
fungus’ rDNA ITS sequence was amplified with the primers ITS1 and ITS4 and the amplified ITS sequence detected by
agarose gel electrophoresis and analyzed in Genebank. The results show that the cracking solution method obtained the
highest quantity of the purest DNA the benzyl chloride method was the next best and the CTAB method was not suitable.
Homologous sequence contrast conducted in the DNA sequence database identified the fungus as Metarhizium flavoviride.
Identifying the entomogenous fungi that infect N. lugens is an important first step in determining their control potential with
respect to this pest.
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AAGTATAAGCAATTTATACAGCGAAACTGCGAATGGCTCATTATATAAGTTATCGTTTATTTGATAGTA
CCTTACTACTTGGATAACCGTGGTAATTCTAGAGCTAATACATGCTAAAAATCCCGACTTCGGAAGG
GATGTATTTATTAGATTAAAAACCAATGCCCCTCGGGGCTCTCTGGTGATTCATGATAACTTCTCGAA
TCGCACGGCCTTGCGCCGGCGATGGTTCATTCAAATTTCTTCCCTATCAACTTTCGATGTTTGGGTAG
TGGCCAAACATGGTTGCAACGGGTAACGGAGGGTTAGGGCTCGACCCCGGAGAAGGAGCCTGAGA
AACGGCTACTACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCAATCCCGATCCGGGGAGGTAG
TGACAATAAATACTGATACAGGGCTTCTTTCGGGTCTTGTAATTGGAATGAGTACAATTTAAATCCCT
TAACGAGGAACAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGT
ATATTAAAGTTGTTGTGGTTAAAAAGCTCGTAGTTGAACCTTGGGCCTGGCTGGCCGGTCCGCCTCA
CCGCGTGTCACTGGTCCGGCCGGGTCTTTCCCTCTGTGGAACCACATGCCCTTCACTGGGCGTGGC
GGGGAAACAGGACTTTTACTTTGAAAAAATTAGAGTGCTCCAGGCAGGCCTATGCTCGAATACATT
AGCATGGAATAATGAAATAGGACGTGCGGTTCTATTTTGTTGGTTTCTAGGACCGCCGTAATGATTAA
TAGGGACAGTCGGGGGC

5 DNA ITS
Fig. 5 Sequence of rDNA - ITS
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