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Sequence analysis of fgf genes of Clostera anachoreta Granulovirus

LIANG ZhenPu XU Feng ZHANG Xiao—Xia™ YIN Xin-Ming
( College of Life Sciences Henan Agricultural University Zhengzhou 450002 China)

Abstract Based on the whole genome of Clostera anachoreta Granulovirus ( ClanGV)  the Fibroblast Growth Factor
( FGF) genes of ClanGV were analyzed using biosoftware and online tools. The Results show that three ClanGV-FGFs
which are all early expression genes had different transcription directions. These ClanGV-+GFs had low sequence
homologies but shared a similar functional domain common to all identified FGFs. Evolutionary analysis proves that
ClanGV¥GF3 has a close relationship to NPV+GFs however ClanGV+¥GF-A and ClanGV+GF2 are closer to GV-
FGF- and GVFGF-2 respectively.
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Table 1 Analysis of Secondary structure NPV 1 fof
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of FGF a-helix B-sheet B-turn Random coil 99% SINPV TnNPV 9% (
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Table 2 Homology of several NPV FGFs

2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17

Name of virus Number

AcMNPV 1 45 11 89 43 14 40 11 11 15 10 34 11 99 15 10 11
AnpeNPV 2 12 44 56 14 54 10 14 15 10 51 11 44 18 11 13
AsNPV 3 1112 15 12 34 12 13 34 12 15 11 12 40 21
BmNPV 4 42 14 40 11 11 14 10 34 11 8 15 10 11
ChfuNPV 5 16 56 12 12 14 11 56 9 43 17 11 13
EcobNPV 6 17 16 12 16 16 16 15 14 14 10 14
EppoNPV 7 12 14 16 12 48 11 40 18 10 12
HaNPV 8 13 13 99 11 13 11 11 30 19
LeseNPV 9 15 13 13 14 11 25 11 11
LyxyNPV 10 13 18 15 15 18 13 17
MacoNPV 11 11 13 10 11 29 19
OpNPV 12 12 34 20 11 13
OrleNPV 13 11 11 15 16
PlxyNPV 14 15 10 11
SINPV 15 9 12
SpexNPV 16 21
TnNPV 17
3 ClanGVFGFs 12 GV-FGFs

Tabel 3 Homologies of ClanGV-FGFs and other 12 GV-FGFs

Ado As Choc Crle Cypo Hear Phop Pira Plxy Pu Spli Xc—n
FGF4 29 25 42 37 30 20 33 46 22 21 27 20
FGF2 20 3 30 30 32 19 31 35 8 19 22 19

FGF3 22 23 33 32 32 16 26 34 14 17 17 16
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Fig. 3 Phylogenetic analysis of concatenated amino acid sequence alignments.
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Effects of Apolygus lucorum feeding and mechanical damage on defense
enzyme activities in cotton leaves

MAO Hong™ CHEN Han LIU XiaoXia ZHANG Qing-Wen ™

( College of Agriculture and Biotechnology China Agricultural University Beijing 100193 China)

Abstract Active changes in the levels of the defensive enzymes phenylalanine aminolyase( PAL)  peroxidase( POD) and
polyphenol oxidase( PPO) were evaluated in the leaves of various cotton varieties that had either been fed on by Apolygus
lucorum ( Mayer-Diir)  or subject to mechanical damage under laboratory conditions. The results indicate that PAL
POD and PPO activity were significantly higher in resistant than in susceptible varieties. PAL POD and PPO activity
increased in each variety following damage by A. lucorum but peaked in resistant varieties earlier than in susceptible
varieties. However changes in PAL POD and PPO activity following mechanical damage were not as obvious as those
observed following feeding by A. lucorum. These results suggest that PAL  POD and PPO activities are associated with the
resistance of cotton to A. lucorum and that changes in defensive enzyme activity depend on the cotton variety and the kind
of damage plants are subject to.
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