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DNA fingerprinting of the Asian rice gall midge. Orseolia oryzae, and breeding for the resistant varieties by
marker- assisted selection. HUANG Bing Chao'”, ZHANG Yang', XIE Zhen-Wen"?% ZHANG Gui-Quan®, XIAO
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Abstract The present paper sunmarized the research achievements in identification of the populations of the Asian
rice gall midge (GM) Orseolia oryzae Wood-Mason usng DNA firgerprinting technique and breeding for resistant
varieties by marker-assisted selection (MAS) in China during 1996 ~ 2005. The core techniques include (1) first
application of DNA fingerprinting and ALFP markers in China and the world on the studies on the biotype identification
and biodiversity of GM populations from 5 Asian countries (China, India, Su Lanka, Nepal and Lacs) and from 7
locations of Guangdong province, China; (2) fine mapping of the resistance gene Gn6 in rice gemplasm ¢ Daqiugl
from China using RAPD and SSR markers; (3) establidment of the breeding technique for new resistant cultivars
using MAS based on the closely-linked STS and SSR markes to the gene Gn6 (4) six new GM-resistant rice
gemplasns were developed including © Kangwen 18  and © Kangwenrruanzhan’ using the established MAS; and (5)
Gm6 was incowporated into the restorer line of hybrid rice. New GM-resistant hybid combinations have been bred in 4
two-line hybrids of Peiai 64S/KG18, Peiai 64S [KI41, Peiai 64S/AK7 and Peiai 64S03W 16 and in 1 three-line of
¢ Kangwenrboyou' . Two GM-resistant two-line hybrid rice of ¢ Anliangyou-qingzhan’ and ¢ Peiliangyoukangzhan’
using * Kangwerr qingzhan' with the gene Gm6 as the resistance donor were registered as the new varieties in Jiangxi

pwovince; China. The present research achievements has provided a new control measure for GM management in South
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China. The newly developed GM-resistant rice gernplasms and cultivars have been widely used in South China and

rice famers are beneficidly profited.
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Abstract The red turpentine beetle, Dendroctonus valens 1eConte, native in Noith America, is a destuctive exotic
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