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Determined the taxonomic status of Xernorhabdus and Photorhabdus bacteria by 16S rDNA.  WANG Huan',
DONG Hui’, CONG Bin*"
Shenyang 10161, China; 2 College of Plant Protection, Shenyang Agricultwal University, Shenyang 110161,
China)

Abstract Partial 16S IDNA genes sequences of 23 isolates and 5 reference strains of the genera Xenorabdus and

(1. College of Biological Science and Technology, Shenyang Agricultwal University,

Photorhabdus were determined by direct sequencing of PCR products. Aligned sequences against those from described
species were subjected to phylogenetic analysis by DNAstar software. The results showed that 0396Y belonged to X.
bovinei; 0312-4 belonged to X. beddingii.
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Reverse primer: 5 -ACACTGGGACTGAGACAC3'. 1 GenBank 165 rDNA
10 mmol /L.
1.2 Xenorhabdus nematophila D78009 297~ 647
1)  DNA . DNA X. pionarii D78010 297~ 647
derick ) X. bovireii D78007 297~ 647
Frederic ’ X. beddingii D78006 297~ 647
(2)PCR : OPCR . DNA X. japonica D78008 27~ 647
. . dd water 31 #L, 10X Phoorhabdus luminesens X82248 409~ 660
PCR buffer 8 #I, Primer 12 #L, Primer 2 2 ML, P. agmbitica Av2izel Zi~62
P. temperata X8249 202~ 643
dNTP 1 ML, S5¢L, Taq 1 “L, OTotal Volume 50 Erwiia amtoon V59149 N
ML. @PCR . 1X94°C 3 min, 35X Escherichia coli M24911 23~ 674
94°C 1 min, 55°C1 min, 72°C 1 min 30 s 1X Serratia marcescens M59160 25~ 676
72 °C 8 min Treponana sp M5929%4 46~ 691
3 : 1% (120 v,
20 min) DNA PCR . 2
4 . .
) ) 2.1 16S rDNA PCR
(5) : DNAStar ,
GenBank 16S 1 28
TDNA « D 165 rDNA PCR
’ ’ 1 500 bp ¢ D.
Mo 2 3 4 5 6 7 8 ] 10 11 12 13 14 15 16 17 18 19 200 21 22 23 M4

500 by

1 16S rDNA PCR
1 A246R 2 HtlI-1IR 3 1-1R 42-2R 55-5B 6.8&3B 7 03100G2R 8 03101Y-2R 9. 0399H-2R
10.03121H-3B  11. 0312-42B 12 0321-2-1B  13. 0355BC-1B 14 0355D}3R 15 B56H-2R 16. 0361D-2R
17 0362W-1B  18. 038 q-1R 19. 0385D-1B  20. 0386L-3B21 0389-2R 22 0396Y-5B 23.0397C2-1B  24. 0398B-2R

2.2 16S rDNA
24 16S , Eminia awrotovora, Escherichia
rDNA s 420 bp GenBank coli, Sematia marcescens ~ Treponema sp. 4
4 ,
, DNAstar C 2. .
40 165 rDNA 2

3. 2 80% ~90% .
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85% ~95%,
R % ~ 100 %,
D %

2 DNA 16S rDNA
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baldingii 100%4, , ,
, 7 X. beddingii 28 ,
99% ; 0361D  0362W X . bovineii , Liu
, 95.5% 91.9%,
X. nematophila 94. 9% 2 ,
91.2%,  X. japonica 92.9% 5 X. pionarii 9.7%.,
90.9%,  X. pionarii 91.2%
91. 4%, ; Htl 16S rDNA
0% ,
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16S tDNA 3 o,
. Liu s s
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Xenorhabdus ~ Photorhabdus 2 208 ~
211 CE. coli mumbering ) , ,
Xenorhabdus UGAAAG' .
165 1DNA 323 ~ 647 (E. coli I BowenD. J., Rocheleau T. A., Blackbum M., Andreev O.,
numbering) 420 bp , Golubeva E. Sciene, 199, 6:2 129~2 132
) 387 620 (E. @li numbering) 2 ’ : » 2000, 4:237~241.
NXenorhabdus — Photorhabdus 2 3 Tiu J., Bemy R.E., Bbuin M.S. J. Iwereb. Pathol., 2001,
’ c G 77: 87~91. |
4 SneathP. H. A. Int. J. Sys. Bacteriol., 199, 43; 626 ~
A A 629
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5 168 DNA 6 . . , 2006 43(3); 284~ 287,
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