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Abundance and distribution of microsatdlites in the entire Apis mellifera genome. WEI Zhao-Ming'”, KONG
Guang Yao', LIAN Zhen-Min"?, LIU Hui's FAN Yorg-Wen', ZHANG Hui’ (1. College of Life Sciences, Shaanxi
Nomnal University, Xi’ an 710062 China; 2 Yan’ an University, Yan an 716000 China; 3. Shaanxi Institute of
Micrabiology, Xi’ an 710043, China)

Abstract In order to improve related studies on genetics of Apis mellifera, micwsatellites (SSRs) of the entire A4.
mellifera genome with 1 ~6 nucleotide motifs were found out. Abundance and distribution of micmwsatellites across the
A. meéllifera genome were analyzed and compared among various chromosomes. The results showed that the frequency
of SSRs is 1/0 804 kb in A. meéllifera genome, and dinuclectide repeats(26. 86% ) motifs appeared to be the most
abundant type, while the hexanucleotide, mononucleotide, tinucleotide, tetranucleotide and pentanucleotide repeats
are 24 74%, 22 19%, 13.65%, 10.98% and 2 59%, respectively. Meanwhile, the A-rich and T-rich repeats
are predominant whereas G-rich and Grich repeats are rare. The frequency of SSRs on chiomosome 4 3 and 1 is
much higher than that on chromosomell, 14 and 12.
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