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Madecular identification for larvae of Ceratitis capitata. YE Jun' =, ZHOU Guo-Liang', YI JiarrPing', WU Jia
Jiao’, RUAN Chang Hao’, 1IANG Fan’, ZHENG JianZhong', WANG WenBing’ (1. Shanghai Entry-Exit
Inspection and Quarantine Bureaus Shanghai 200135, China; 2. Guangdong Entry-Exit Inspection and Quarantine
Bureau, Guangzhou 510623 China, 3. School of Life Science, Jiangsu University, Zhenjiang 212013, China)
Abstract  The internal transcribed spacer (IIS) region and mitochondrial gene, including the mitochondrial
cytochrome oxidase subunit I (COI ) gene, COIl, COIIl and NADH dehydmgenase (ubiquinone) chain 5(ND5),
of larvae(PU-1) intercepted in tablegrape imported from Peru in Mar., 2006 were amplified and sequenced with
primers designed from Ceratitis capitata (Wiedemann) (AF189691, AJ242872) and Bactrocera oleae (AY210702
AY210703). The ITS region (DQ490237), COI (DQ456861), CO II (DQ456862), CO III(DQ456863) and ND5
(DQ456864) gene sequence were obtained and analyzed with the homologous sequence of related species in GenBank.
The result showed that the similarity of ITS is 95 16% (1633/1716) between PU-1 and C. capitata AF189691, The
smilarity of COT, COII, COIIl and ND5 gene sequence are 100% ( 1475/1475), 99 9% (686/687), 99. 5%
(785/789), 99 8(563/564) between PU-1 and C. capitata CCA242872 respectively. The molecular phylogenetic
relationship of 22 species of Tephritidae based on CO1  gene sequences showed that PU-1, C. capitata CCA242872
DQO11888 DQO06887 AY788415 and C. caeteate AY788414 are in the same clade. The lavae (PU-1) was
identified as C. capitata with the analysis of sequence and phylogenetic relationship.
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Abstract The host selective behavion for whitefly Bemisia tabaci Bemisia tabaci(Gennadius) was studied pimarily.

The results showed that whitefly recognized plant materials by boad-spectrun volatile odor; and were induced by green

in the further step. With the difference of whitefly staying on adaptive and nomadaptive host plants it showed that

whitefly made last decision by host evaluation with stylet-probing and gradually realized host preference, so there is a

short time lag existing host choice. Generally, whitefly’ s host selection is an integrated decision-making evolved sense

of ofaction, vision and palate, which gradually locate adaptive host by the cues of odor of plant color and host quality,

2 there is obvious flexibility in the process of whitefly’ s host selection.
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