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Abstract [Objectives] In insects, Storage Superfamily Proteins (SSPs) accumulate apparently to serve as sources of amino
acids during metamorphosis, reproduction and development. Hexamerins are important SSPs. In order to study the function of
the hexamerin gene in the development of soybean pod borer, the gene was cloned and its expression analyzed. [Methods]
The full length of the cDNA sequence of the soybean pod borer hexamerin gene (SpbHex) was amplified using the reverse
transcription polymerase chain reaction (RT-PCR) and rapid amplification of cDNA ends (RACE). The expression of SphbHex
in all developmental stages and tissues was analyzed using Realtime quantitative PCR. [Results] A soybean pod borer gene
encoding hexamerin (SpbHex) was cloned. The full length of SphbHex was 2 161 bp with an open reading frame (OFR) of 2 112
bp. The ORF of SpbHex encodes a protein of 703 amino acids with a predicted molecular mass of approximately 84.15 ku.

RT-PCR analyses indicates that SpbHex was expressed in all development stages, with the highest expression in fourth instar
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larvae and the lowest in first instar larvae and adults. Meanwhile, RT-PCR analyses indicates high quantities of SpbHex

transcript in the fat body and low amounts in the cuticle. [Conclusions] The hexamerin gene of the soybean pod borer was

cloned and its transcription profiles determined in all developmental stages and tissues. The present findings lays the

foundation for further study of the function of SpbHex in the development of the soybean pod borer.
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Fig. 3 Phylogenic tree based on amino acid sequences of SpbHex and hexamerin from other insects
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Fig. 4 Transcript level of SpbHex in different development stage(standard deviation)
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Fig. 5 Transcript level of SpbHex in different tissues of soybean pod borer(standard deviation)

FT SY

CU MD

FT: Fat body; SY: Synganglion; CU: Cuticle; SA: Salivary; MD: Midgut.
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