Chinese Journal of Applied Entomology 2019, 56(1): 1-11. DOI: 10.7679/j.issn.2095-1353.2019.001

MR REAFIEE RS HEREER

KA R

050024

B OE RTINS A, 8 EEAAELIE . B2 TeITIRIPINGS o MUR 2Bl LA
WAF AL RERIIEA , R Y ML DO 6 ARSI, A i Ol A ik . NI, MHERATHY
HAREEMBEF AT L RIGTAH RBTFEIER, A SO0 M A R Z R RG-S k-
i EEAEHLUG], SRR ARG, MR A R, ML B RE K AR HIBL A5 07 TR B WS Bk J kAT
Lk, ATLE N, AU TBOREORIE R, MU B BIR A o X ST 45 AL RE 15 7R 126
AW R, A BT RO R T AR B A

X

Diversity, and roles, of pathogens and symbionts in ticks
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Abstract Ticks are obligate blood-sucking arthropods, which can feed on mammals, birds, reptiles and amphibians. Ticks are
reservoirs for various pathogens which they transmit to both humans and animals. The tick-borne diseases induced by these
pathogens are not only harmful to human and animal health, but also cause significant economic losses to livestock farmers.
Research on ticks is, therefore, both medically and economically important. This paper reviews previous research on the
diversity of tick-borne pathogens, tick-pathogen-host interaction mechanisms, tick-borne disease prevention and control, tick
symbiont diversity, function and the mechanisms underlying tick-symbiont interactions. An increase in the amount of research
on ticks and technological advances has resulted in an obvious improvement in the quality of research and information
available on these pests. These results can not only reveal more of the biology of ticks, but also help the prevention and control
of tick-borne diseases.
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