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Advances in honeybee biology in China over the past 70 years
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Abstract Honeybee biology, which began from observing honeybees, is the most basic discipline in the field of beekeeping.
In-depth understanding of the biological characteristics of honeybees has led to continuous improvement in beekeeping
technology. In addition, honeybees are an ideal model organism for the study of sociality in insects and other animals.
Consequently, a large number of papers continue to be published on honeybee biology each year. Although it is difficult to
cover all aspects of this field, this paper summarizes the progress made by Chinese scholars in honeybee biology over the past

70 years and puts forward some prospects for future research.
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B X SRl e S A FEEAHE SR

R AR - FRE R, R EY
1000 J7 B, Mok ABGE 30 5N 5 1949 444
o, SRR a7 18, A ElE
T 40-50 F5 ( SAEXL, 19935 WK, 2017 ),
XAE RS, 2 USRI TAEE A5
FIEEAE, Horb A 355 70 2 06 A W 27 I 5 ) T B
IR

1 RiEZREYF

%5 % Apis cerana cerana ( AR g ) &
R FE 24 WA, 2RI S Tt Rl Tt i
T 20 TH22 005 HE VS 75 % 4 Apis mellifera LLRT,
T E SRR g, Pt 3R s e, K
WILURIE N, 1 R E AR, TERET R
U5 ke . DU Ko™ IR A 8 TR
e, T HEE Ay, hE R R B SR
BERIESE T 20 TH20 70 4RO F R v B I A 7
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1M A A A 2 e A v e 3 RC A P 2 R £ T
PGy S T EEME (SR, 1993 ),

TErP IR A YA 7 T, H T 2R RO
M IR R AT, T Lo i oI IR
BEREAME LG 5| rhige i 52 e, i HL[R]AF i 5 |
R PG 7 S W e, SR PGy e B e o 7™
P r e e 55 e B e T R SCIE , AT A v e e
32 R B KR R T R (JlA, 19885 25—,
1991, 1993; FJja &%, 2003; 2207 =55, 2006 ),
TRV TR IR SR, 5 rh i i e
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H, 2004; i, 2005),
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B2 38 43 HIL S bove i 58 N & B8 45 1 B
FTAE, BT T — RN R 5 iR . A8
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TS G R R R 1 KT 30%
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