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Comparison of three methods of extracting DNA from acaroid mites
without causing mor phological damage to specimens
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CAO Yu-Xiang YE Chang-Jiang SUN En-Tao
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Abstract [Objectives] To evaluate three methods of extracting DNA from acaroid mites without causing morphological
damage, thereby preserving complete voucher specimens. [Methods] Genomic DNA of a single Aleurolyphus ovatus was
extracted using the modified Chelex-100 method, the STE method, and the Alkaline lysis method, followed by voucher
specimen recovery and morphological comparison. The purity of DNA was determined using an ultra microspectrophotometer.
The COI gene was amplified to verify whether the extracted DNA met PCR amplification requirements. [Results]  Voucher
specimens subjected to one of the 3 methods remained intact as a whole, but the alkaline lysis method caused excessive
transparency of the cuticle and detachment of body bristles, compromising the morphological identification of specimens. The
A260/A280 ratio of the modified Chelex-100 method was 1.95, whereas that of the other two methods was < 1.8. DNA
extracted by either of the three methods met the standard for PCR amplification, although the degree of amplification achieved
using the STE method was relatively poor. [Conclusion] The modified Chelex-100 method had the least effect on the

morphology of voucher specimens and did not compromise subsequent morphological identification. DNA extracted using this
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method also has high purity, sufficient to meet the requirements of PCR amplification and subsequent molecular research. The

Chelex-100 method is simple and efficient, and allows DNA to be extracted from single acaroid mites without morphological

damage.

Key words acaroid mites; DNA extraction; without morphological damage; modified Chelex-100 method; alkaline lysis method
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Fig.1 Morphological comparison between the voucher specimensrecovered by the
three methods and the nor mal specimens without treatment

A, REACFERE BRI ERFRA (Q) x100; B. MR Chelex-100 ARG B EIFARA () x100;
C. STE {EAL S AEIERRA (@) x100; D. SRZEZALH G M FEIERRA (@) x100;
E, F, G BfEZAMEL IS IR AR BIE R (Q) 400, FikFnm i A NI BmALE .
A. Untreated specimen of Aleurolyphus ovatus (9)x100; B. Voucher samples treated by modified Chelex-100 method ()x
100; C. Voucher samples treated by STE method (?)*100; D. Voucher samples treated by alkaline lysis method ($)x100;

E, F, G . Seta shedding of the voucher specimens after alkaline lysis method ()x400.
Rrrows in the figures indicate the position of the seta.
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Tablel Ultramicrospectrophotometer test results

J7#: Method FEAH $}E Sample Aaso/Azgo

K Chelex-100 7% HrEEFEAS Fresh samples 1.95+£0.07

Modified Chelex-100 method RS RATAEAS Alcohol preserved samples 2.02+0.07

STE ¥ HrEEFEAS Fresh samples 0.97+0.01

STE method ARG RAEAEAR Alcohol preserved samples 0.96+0.02

CEAS 37N BTEERE A Fresh samples 1.2740.03

Alkaline lysis method WIRE PRATHEAS Alcohol preserved samples 1.26+0.03
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Fig. 2 PCR electrophoresisresults of genomic DNA extracted by three methodsin fresh samples
M1: DNA marker; Vkif 1-6: STE % PCR £ ; Jkif 7-12: ¥R Chelex-100 % PCR 45
VKB 13-18: BRAU#E I PCR 4521
M1: DNA marker ; Lane 1-6: PCR results by STE method; Lane 7-12: PCR results by modified Chelex-100;
Lane 13-18: PCR results by alkaline lysis method.
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B3 ERHRERFFEAT 3FATERNAERESA DNA #9 PCR BIKER

Fig. 3 PCR electrophoresisresults of genomic DNA extracted by three
methods preserved samplesin alcohol
M2: DNA marker; PKifi 1-7: STE 75 PCR Z5; Vkifi 8-14: X Chelex-100 i PCR 4%
VKB 15-21: BRA# I PCR 4521
M2: DNA marker ; Lane 1-7: PCR results by STE method; Lane 8-14: PCR results by modified Chelex-100;
Lane 15-21: PCR results by alkaline lysis method.
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